In dealing with metal-binding proteins from nonmammalian species, nomenclature and possible evolutionary relationships between these molecules and metallothioneins in mammals are ofclear scientific importance. The workshop summarized below was oriented towards a discussion of these topics based on the currently known physical and chemical characteristics of these molecules. Since metal clusters are a central feature of metallothioneins, the workshop began with a detailed discussion of the protein preparative techniques used prior to nuclear magnetic resonance spectroscopy ofmammalian and crab metallothioneins.
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113Cd Reconstitution of Metallothionein
The techniques used for "13Cd reconstitution of metallothioneins from mammals and the crab Scylla serrata metallothionein have been extensively described elsewhere (1) (2) (3) (4) (5) (6) . This summary will attempt to briefly review the techniques involved and point out the major potential problem areas.
In order to remove bound metals, the pH of the metallothionein solution is lowered to approximately 1.3 and the metals separated from the protein by either dialysis or gel filtration chromatography to yield the apoprotein. The apometallothionein concentration is calculated by measuring the UV absorbance at 220 nm by using the known extinction coefficient for this protein (7) . In 
Evolution of Metallothioneins
As indicated in Figure 1 , there is an extensive and growing literature for sequence data on metallothioneins (8) (9) (10) (11) (12) (13) (14) (15) (16) (17) (18) (19) (20) , most of which demonstrate maintenance of cys x cys sequences in these molecules. The available data also suggest one possible evolutionary pathway involving addition of exons to the metallothionein gene over time from smaller molecules such as Neurospora copper-thionein (8) or molecules of similar size such as crab (19) similar size or from gene splitting from larger molecules such as those found in scallops (22) . In any event, further research is necessary to complete the picture in this extremely interesting area of metallothionein research.
